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lllumina Stranded Total RNA Prep, Ligation with Ribo-Zero™ Plus
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BREE 20040529 Iggjgﬁg;an:@plsetgnded Total RNA Prep, Ligation with Ribo-Zero Plus 1,421,700 853,020
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lllumina Stranded mRNA Prep, Ligation
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5750~ 20040532 lllumina® Stranded mRNA Prep, Ligation (16 Samples) 126,000 75,600
SR 20040534 lllumina® Stranded mMRNA Prep, Ligation (96 Samples) 665,300 399,180
IDT® for lllumina® RNA UD Indexes Set A, Ligation
20040553 (oBmndexes, 96 Samples) 84000 50,400
IDT® for lllumina® RNA UD Indexes Set B, Ligation
. 20040554 (96 Indexes, 96 Samples) 84,000 50,400
TR IDT for llumina® RNA UD Indexes Set G, Ligation i
or lllumina ndexes Set C, Ligation
20040555 (eBmndexes, 96 Samples) 84000 50,400
IDT® for lllumina® RNA UD Indexes Set D, Ligation
20040556 (96 Indexes, 96 Samples) 84,000 501400
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lllumina RNA Prep with Enrichment
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S¢95— 20040536 lllumina® RNA Prep with Enrichment, (L) Tagmentation (16 Samples) 448,400 269,040
BB 20040537 lllumina® RNA Prep with Enrichment, (L) Tagmentation (96 Samples) 1,680,600 1,008,360

IDT® for lllumina® DNA/RNA UD Indexes Set A, Tagmentation

20027213 (96 Indexes, 96 Samples) 84,000 50,400
IDT@ for lllumina® DNA/RNA UD Indexes Set B, Tagmentation

_ 20027214 (96 Indexes, 96 Samples) 84,000 50,400

ArTvIA IDT® for lllumina® DNA/RNA UD Ind SetC, T tati

or lllumina ndexes Set C, Tagmentation

20042666 (96 Indexes, 96 Samples) 84,000 50,400
IDT® for lllumina® DNA/RNA UD Indexes Set D, Tagmentation

20042667 (96 Indexes, 96 Samples) 84,000 50,400
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